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http://doi.org/10.1371/journal.pone.00311
50 IF 4,411

11. Leroy F., Comtet T., Brante A., Leroux
C. & Riera P. 2012. Can encapsulated
embryos of Crepidula fornicata (L.) use
extracapsular dissolved organic matter?
An experimental study with a 3C-
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