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- Filtration through a 2 µm filter
- Incubation in dark

Enrichment in new stramenopile lineages 

Massana et al. 2002
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Dynamic of eukaryotic and prokaryotic populations
      during unamended short-term incubations

- Diversity of eukaryotes varied drastically along the experiment
* highest diversity (number of OTUs) = highest number of cells
* At day =  4
We enriched in - new stramenopile lineages group IV
                         - new alveolate lineage group I
                         - Paraphysomonas
                         - Diatoms
                         - Chlorarachniophyta
                         - new lineage??
                         - cercozoa
We lost the       - new alveolate lineage group II
                         - new alveolate lineage??

- Diversity of bacteria remained relatively constant over the experiment
= weak impact of grazers upon the diversity of bacterial communities
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