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Chroococcus sp. 00SS-CY 36




Properties of p-CY 36 of Chroococcus sp. 00SS-CY 36

P-CY 36 was separ ated into two types: OSI-1 and OSI-2
Molecular weight of OSI-1 and OSI-2: 1.8 x 10’ Daand 2.0 x 10° Da

Sugar composition
OSl-1 - glucose: galactose: glucronicacid : mannose=1: 4:1:3
OSl-2 - glucose: galactose: glucronicacid = 1: 4: 19

Maximum conditionsfor p-CY 36 production
: ASN-I11 medium with CaCl,.2H,0 3.0 g/l, K,HPO, 5.0 ¢/l, MgSO,, 10.0 g/l

Therheological properties were changed by pH, temperature and salt
concentration.

pP-CY 36 showed flocculating activity of 15.5 (1/OD) at 0.6%.
P-CY 36 issuggested to be used as flocculating agent.
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| dentification using 16SrDNA

Strain Species
CJ11027 Vibrio sp.
CJ11043 Bacillus sp.
CJ11049 Hongella chgjuensis
CJ11052 Kordiella chgjuensis
CJ11064 Kordiella chegjuensis
CJ11073 Thalassospira chejuensis
CJ11075 Microbulbifer sp.
CJ11076 Bacillus sp.
CJ10597 Cellulomonas sp.




Hongella chgjuensis gen.et sp. nov.

Pseudomonas putida IAM 1236T
Pseudomonas fulva IAM 1529T
Pseudomonas flavescens T

Pseudomonas straminea IAM 1598T

Pseudomonas fluorescens IAM 12022T
Pseudomonas aeruginosa LMG 1242T

Pseudomonas aeruginosa IAM 1514T

Pseudomonas alcaligenes IAM 12411T

Pseudomonas stutzeri T

— Pseudomonas mendocina ATCC 25411T

Microbulbifer salipaludis SM-1
_Ewlicrobulbifer hydrolyticus
Pseudomonas elongata ATCC 10144T

_|:Marinobacterium georgiense KW-40
Marinomonas vaga ATCC 27119T

-Ij Halomonas meridiana T
Halomonas maura S-31

Halomonas marina DSM 4741T
Oceanospirillum linum ATCC 11336T

I Marinobacter aquaeolei

L Marinobacter hydrocarbonoclasticus ATCC 27132TT

Pseudomonas mephitica ATCC 33665

Janthinobacterium lividum DSM 1522T
Pseudomonas huttiensis ATCC 14670
Herbaspirillum rubrisubalbicans ATCC 19308
Pseudomonas lemoignei

Oxalobacter formigenes ATCC 35274T

Telluria mixta ACM 1762T

Zoogloea

Ralstonia solanacearum ATCC 11696T

0.1

Helicobacter pylori ATCC 43504T
Methylococcus capsulatus ATCC 33009

Alteromonas macleodii DSM 6062T

Alteromonas fuliginea T

Colwellia psychroerythraea ATCC 27364T

Escherichia coli ATCC 11775T

Kordiella chguensis gen.et sp. nov.

Pseudomonas aeruginosa LMG 1242T
Pseudomonas aeruginosa IAM 1514T
Pseudomonas alcaligenes IAM 12411T

Pseudomonas stutzeri T

Pseudomonas fluorescens IAM 12022T

— Pseudomonas mendocina ATCC 25411T

-EPseudomonas putida IAM 1236T

Pseudomonas fulva IAM 1529T

_|—_Pseudomonas flavescens T

Pseudomonas straminea IAM 1598T

Ij Halomonas meridiana T
Halomonas maura S-31

Halomonas marina DSM 4741T
Oceanospirillum linum ATCC 11336T
Marinobacter aquaeolei

Marinobacter hydrocarbonoclasticus ATCC 27132TT
—E Microbulbifer hydrolyticus
Pseudomonas elongata ATCC 10144T

— TN

_|:Marinobacterium georgiense KW-40
Marinomonas vaga ATCC 27119T

Pseudomonas mephitica ATCC 33665

Janthinobacterium lividum DSM 1522T
Pseudomonas huttiensis ATCC 14670
Herbaspirillum rubrisubalbicans ATCC 19308
Pseudomonas lemoignei

Oxalobacter formigenes ATCC 35274T

Telluria mixta ACM 1762T

Zoogloea

Ralstonia solanacearum ATCC 11696T

Helicobacter pylori ATCC 43504T
Methylococcus capsulatus ATCC 33009
Alteromonas macleodii DSM 6062T
Alteromonas fuliginea T
Colwellia psychroerythraea ATCC 27364T

Escherichia coli ATCC 11775T
0.1




| dentification using 18SrDNA & ITS

Cochlodinium sp. 1ISSTDNA & ITS Gyrodinium sp.
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